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ID Sex Genetic contribution —————————— opr(lost)>  Pr(risk)®  Pr(risk|survive)*
Average CV (%)
263 m 0.0577 0.0568 54.5 0.0000 0.2818 0.2818
513 f 0.0435 0.0441 62.4 0.0061 0.2455 0.2476
186 m 0.0400 0.0397 67.2 0.0061 0.3697 0.3720
220 f 0.0398 0.0419 69.9 0.0242 0.3091 0.3168
219 m 0.0398 0.0387 71.3 0.0242 0.3515 0.3602
350 f 0.0392 0.0396 65.1 0.0061 0.3455 0.3476
185 f 0.0388 0.0386 74.4 0.0121 0.3879 0.3926
208 f 0.0387 0.0397 62.5 0.0061 0.2909 0.2927
207 m 0.0387 0.0383 67.8 0.0545 0.3333 0.3526
137 f 0.0327 0.0339 77.9 0.0182 0.3152 0.3210
506 f 0.0327 0.0312 76.6 0.0061 0.2061 0.2073
138 m 0.0327 0.0332 63 0.0242 0.3333 0.3416
248 f 0.0275 0.0247 63.6 0.0788 0.2424 0.2632
249 m 0.0275 0.0287 59.8 0.0909 0.2667 0.2933
181 f 0.0273 0.0270 63.2 0.1091 0.2545 0.2857
180 m 0.0273 0.0271 62.5 0.0667 0.2424 0.2597
314 m 0.0254 0.0243 64.3 0.0061 0.3818 0.3841
505 f 0.0223 0.0223 58.1 0.0000 0.2727 0.2727
512 f 0.0015 0.0016 50.7 0.5697 0.0606 0.1408
231 m 0.0015 0.0015 48 0.5636 0.1152 0.2639
147 f 0.0012 0.0008 394 0.7697 0.0545 0.2368
187 f 0.0012 0.0013 324 0.7576 0.0545 0.2250
148 m 0.0012 0.0012 45.2 0.7758 0.0485 0.2162

m: male, f: female, 2 Probability of allele extinction, 8 Probability of alleles being at high risk of extinction, 4
Probability of alleles surviving at critically low frequency
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Abstract

Preservation of genetic diversity in the population is an important task to assure a possible long-term
response to selection in animal breeding. The purpose of this study was to consider how pedigree and gene
dropping method can be used for management planes for maintaining genetic variation in a under selected
population quail. So, firstly, by using the gene dropping simulation software to actual pedigree, the
distributions of frequencies of alleles originated from founders were estimated. Secondly, genetic
contribution of founders to current population, then parameters such as F-statistics and effective size number
were described. The result show from 156 early founders there are only 64 founders (22 males and 42
females) in last generation. A total of 87 % of genome in the last generation has been composed by 34
founders that contribution of 13 and 21 male and female were 37 and 50 %, respectively. From the
distributions, much information useful for the management of genetic diversity, such as the probability of
allele extinction, the probability of alleles surviving at a critically low frequency, and risk of future allele
extinction was derived.
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